Sequence of the cobA gene encoding S-adenosyl-L-methionine: uroporhyrinogen III methyltransferase of Pseudomonas fluorescens.
Sequence analysis of the region downstream of oprF, from Pseudomonas fluorescens OE 28.3, revealed the presence of cobA homologue encoding a putative S-adenosyl-L-methionine: uroporhyrinogen III methyltransferase. A similar gene organization exists in P. aeruginosa.